| RecoPVAssoc2GenPVMatched_Purity | RecoPVAssoc2GenPVNotMatched_Purity

) H [%2]
> qgeeteeededdedddde b >
c 1 c
Q i : )
(@)] : (@)]
i) 1l e
S A S S SN
QLo 5
s 5
- g
E H g
1R, S S B ——— =
o H c
s g
S 4
IOl S O S e S e 8
g q £ ;
e H : © 5
S 1 : o ;
=z : : : : : : : : : o : : : : : : : : :
69—4,_...!....!....!....!....!....!....!....!....!.... gg—%-...!....!....!....!....!....!....!....!....!....
x x I
] T TR E PR R E P EEY SR PREPE PEEPETTEEPERE 1". ..........................................................................
L 0.9

0'950 0.102030405060.70809 1 50 0.102030405060.70809 1
—a— DQM_ttbarPU_mkFit_5iter Purity
—e— DQM_ttbarPU_mkFit_5iter_updatedPR111_update

DQM_ttbarPU_mkFit_biter_updatedPR111_update_fixPropagation

| RecoPVAssoc2GenPVwvraercrreu—virsstg I [ ECUF VASSUTZGENF VNUIVIAICTTEU_VITSSTITY |

Ratio- Number of reco PVs matched to gen PVs
Ratignber of reco PVs not matcched to gen PVs
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