—— DQM MKFT_TTorngmal
mkFit_TTNEWnoMS-genMatch-chi200
mkFit_TToriginal-106

mkFit TTNEWMS-genMatch-chi200

—«— DOM
—— DQM
—— DOM

[ fake+duplicates vs vertr
0.8

g F : : :

> r : : :

0 0.7y FRREEEEEEEEEE AR EEEEEEE

9 L : + :

@ r : : :

ESRN 0N ;| EECTECTERTECRETEEEE (RRE Beemeneeeed e

[ o : : :

=] r : : :

B R SR I (L SULERICIEES e

[) r . : .

X F : : :

= 04 P AREREEEEEERD
O SRRSO B O S S—

0.2

0.1F

R

.0f
114
B
0.0

0.8t
107

- A .. . e eeeeaeaan

Ratio

£0.48F ek b D
@ E
5016— ------------------------------------------------
g -

Ratio

230 =20 =10 0 10 20 30
track ref. point z (cm)

[ fake+duplicates vs Sim. PV z |
N 0.2

o E

| S S SR SR
IS 0 E
o E

Ratio
e
R

T
O .
I
o1

|
0

5 10 15 20
Sim. PV z (cm)



	Contents
	Page 1


