| RecoPVAssoc2GenPVMatched_Purity | RecoPVAssoc2GenPVNotMatched_Purity
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Ratio Number of reco PVs matched to gen PVs
Ratiomber of reco PVs not matcched to gen PVs

0.5

0 010203040506070800 1 0 010203040506070800 1
p, associated to gen PV "missing" from reco PV p, associated to gen PV "missing" from reco PV




	Contents
	Page 1


